1.00

0.98

0.96

0.94

0.92

0.90

0.025

0.020

0.015

0.010

0.005

0.000

700

600

500

400

Reconstruction error

SPA11026 —+-wsmrsmrsmmsmssmssmss s s

c-@--

SPA11026 —==rsmrsmrsmssmmmssm s s

SP111026 —f-=--smrsmrsmramsamenesnsnss

0.025

0.020

0.015

0.010

0.005

0.000



